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NTRODUCT [ ON

Aryan Invasion-Migration Theory states that 1500-1200 BCE white Europeans
(Aryans) came into North India from steppes (grasslands) of central Asia and defeated
and forced ethnic Dravidians to the south India and imposed their culture on them.

Later Aryans got mixed with Dravidians to form prsent day Indians.

This theory was invented by Britishers and their agents in order to psychologically
subvert Indians. Early Indologists wanted to convert Indians but later releasing that was
impossible resorted to claim that their culture came from a foreign land. Despite having
anamolies and evidence that points in opposite direction that Vedic culture influenced
various civilizations. the white supremacists [zionist agents or misgided people) still

propagate this theory.

Not only that in their arrogance they try to claim as orginators of all civilizations : Indus -
Sarawati (Vedic) civilization. Sumerian civilization. Egyptian civilization. Chinese
civilization. etc.

The so-called Aryanists are not the followers of any culture or religion of the
civilizations they claim to be the part of and don 't have the basic understanding of the

civilizations they are talking about.
Hence their main attempt is to mix all other culture to Christianity (Jewsish religion).

Aryan Invasion-Migration Theory is nothing but a white man s quest for identity and
certainly a misguided one.

What people don t understand civilization is not a part European culture they are

tribals or nomads who practice Paganism loffshoot European version of Hinduism).

They consider genetics to be the backbone of this theory. So | will try to analyze the

genetic claims.




BASICS OF GENETIC GENEALOGY

|t is necessary for everyone to first learn get a basic knowledge of genetics in order to

properly understand the arguments being discussed in this book.

Genetic Genealogy : Use of DNA testing and traditional genealogical methods

(historical records etc.) to find relationships between individuals and their ancestory.

Genetics is the study of heredity - the expression of traits and how they are passed

from generations to generations.

The factors that influence the expression of traits are Genes.

Each human has 20000-25000 genes and this collection is called Genome.
This determines a person s espression of traits on a cellular level.

Genetic information is stored in a cell s nucleus.

The structures linside nucleus) called chromosomes carry this information in the form

of DNA (Deoxyribo Nucleic Acid).

DNA is a double helix of nucleotides (chemical compounds composed of sugar and
phosphate molecules) along with 4 bases - A (Adenine) T (Thyaminel G (Guaninel
and C (Cytosine).

These segments of DNA are called Genes within which chemical compounds have all

the coding required for a person ‘s inherited traits.

Cell/Nucleus Chromosome DNA Gene 4
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Combination of any two bases out of 4 (ACTG) is called a base pair.

Single letter difference in base pairs in a DNA sequence leads to genetic variations is
called SNP (Single Nucleotide Polymorphism).

Single Nucleotide Polymorphism (SNPs)
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Each human has about 3 billion base pairs and 46 chromosomes (23 pairs). mtDNA is
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found in mitochondria.

Chromosome Length ¢ Base pairs ¢+ Chromosome # Length ¢ Base pairs ¢
(mm) (mm)

1 85 249,250,621 |14 36 107,349,540

2 83 243,199,373 15 35 102,531,392

3 67 198,022,430 16 31 90,354,753

4 65 191,154,276 | 17 28 81,195,210

5 62 180,915,260 18 27 78,077,248

6 58 171,115,067 19 20 59,128,983

7 54 159,138,663 |20 21 63,025,520

8 50 146,364,022 |21 16 48,129,895

9 48 141,213,431 22 17 51,304,566

10 46 135,534,747 X 53 155,270,560

1 46 135,006,516 |Y 20 59,373,566

12 45 133,851,895 | mtDNA 0.0054 | 16,569

13 39 115,169,878 total 3,095,693,981




22 pairs are similar and are called autosomes while 23™ pair is different (sex

chromosomes). Females have 2 X chromosomes and males (1Y andl X chromosome)
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There are 2 main tests :

Y dna test which is passed down in males through Y chromosome [father to sonl

X dna test & mtDNA test which passed down by females through mtDNA  [mother to
daughter]. Also there is atDNA test which tries to find similarity of autosomes in both

males and females.




The present day populations are combination of hundred of distinct groups of
humans.

But later different mutations of DNA started to evolve due to a variety of factors like
mating patterns (polygamy. monogamy. etc). geen-environment interaction.
recombination process. racial endogamy. etc.

These mutations account for genetic (SNP) differences in humans of about O.5 - O]
percent. All human are 29.5 - 99.9 percent genetically similar. However these minor
differences do lead heavy aftereffects that are need to be studied.

Based on the above tests a haplogroup ( a very specific new genetic mutation over
timel is assigned to an individual.

If a haplogroup is born today it might only be detected hundreds or thousands of
years from now when a significant portion of population is examined.




ETHNICITY FROM GENETICS

LIMITATONS OF DNA TESTING

DNA DISAPPEARING

Through generations the DNA goes through a recombination process due to which
chromosomes (from both mother and father) reshuffle (not chaotic) leading to new

combination of acquired chromosomes.

Recombination process: Recombination of two chromosome sets acquired from
parents (the amount of chromosomes from both mother and father remain equall.

e.g. If your Grandfather s second cousin DNA (parts of it) match with most of your
Grandfather s DNA. it will match less with your father and even lesser with your DNA

sequence and so on [given that your family is not inbreeding).

However similar parts of DNA may surface but it entirely dependent on probability.
The genes that are hidden or having low probability to resurface are called recessive

genes.

Father's Side Mother's Side

Recombination
X
0 WA

Grandfath
Grandmother Grandfather Grandmother randtather

Mother

Father
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DOES NOT TELL ABOUT ORIGINS

You can be genealogically related to people but may not genetically -related. Our
DNA is acquired from a very small subset of our ancestors. We can have many

ancestors but we don 't acquire their entire DNA but only a small fraction of it.
You didn t get all the DNA of your ancestors.
Theoretically.

Each person has two parents and those parents individually have two parents and so

on. For generation n. you Il have 2" ancestors (ancestor formula).
Limit 1: We have 3 billion base pairs (8OO years ago. 1200 years)

We cannot be related more than 3 billion people (in old times the population was

even less). If we apply ancestor we will have about 4.2 billion ancestors (not possible).

Even if they were 3 billion we did not acquire entire DNA from each one of them.
And given that 99.5 percent humans are indistinguishable genetically. We take out
that part from 3 billion.

Limit 2 : We have 10 million SNP 's. (600 years ago. 1400 AD.

10 million is O.3 percent of DNA it falls within the limit that O.5 percent is different

and 99.5 is not.. But are we related to all of them (genetically).
Limit 3: 25000 genes (400 years ago. 1600 AD.

A gene cannot be divided randomly but in codes. But

Limit 4 : Recombination Hotspots

When atDNA recombines and changes positions (hotspots). At these spots the

probability of swapping [change of position) to occur is highest. And that limit is
around 120.

Hence. in any given generation you |l have 120 ancestors (approximately) with whom

you share DNA.

10




IWe may have more or less ancestors than that but it is definite that there must be a

higher limit on the ancestors through which we acquire our DNA.
HALF RULE

Mathematically we share on average 5O percent of our DNA with our parent and 25
percent with Grandparents and by oth generation your DNA share becomes O.2

percent.

With each past generation our share of DNA is halved and the number of ancestors

whom we don 't share DNA starts increasing.

This also actually confuses people because humans do share 99.5 percent of similar
DNA this may produce false matches (people with whom we are genetically related
but not genealogically related). This range is about /- 10 Centimorgan (length of

genetic distance) and below this range false matches start to occur.

Centimorgan (cM) is the probability of recombination happening between two points

on your DNA.

[Each company uses different cM for their calculations. Men have much lower genome

than women. |

Generation| Genealogy | DNA % Related Shared
ancestors Ancestors DNA %
1 2 2 100 50
2 4 4 100 25
3 8 8 100 12.5
4 16 16 100 6.25
5 32 32 94 3.25
6 64 64 81 1.62
7 128 120 69 0.78
8 256 120 48 0.39
9 512 120 20 0.19 1




Hence the longest (if not accurate) estimate for genetic genealogy to make is about

600 vyears.
SELECTION BIAS AND ETHNICITY ESTIMATE

To get your ethnicity results you are being compared to a reference database. To get
a reference database people actually need to know where their grandparents are

from.

DNA of a population in an area is measured and based on that DNA is assigned to a
region. However. the problem is DNA results can vary if there are migrations in the
past and DNA results (presently) can only account for a small time frame (say 60O
years).

The greater the intermixing more will be the variation in DNA results. Europe is for
example is highly intermixed [different DNAI.

We actually have lack of data and no international database. Some of the data is taken

from DNA studies.

DNA is broken into tiny segments using chips (based on algorithms). Each segment is
compared to reference database. Then statistical smoothing or correction is done.
Each segment is based on percentage of matching. After all this you get difference
percentages of ancestry based on matching of your DNA to a reference database on

regional basis.
Larger percentages are used as cues.

Some genetic markers (alleles) have different frequency of occurrence in different
populations. DNA test measures your markers to these populations. (Courtesy:
Ancestory.com)

Hallele H) = o, 3 Pilallele R = | A 12




For example. algorithm used by Ancestary.com

This is an estimate, our best guess of the percentage for each population.
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Each company has different measuring standards and databases this causes a variation
in percentages of your ethnicity from different tests. So if most data is from Europe
and lesser from your area you are likely to get more percentage of European
ethnicity. This is possible mathematically. [However your DNA is more likely to match
with your regional population than other [far awayl regional population. There is
possibility of migration (but if it spans for IOOQOs of years. DNA results can 't account
forit).

We find the place of origin [geography) of a haplogroup based on its concentration
(at present) but we cannot determine the ethnicity. Hence DNA studies of present
population are done and compared with DNA of skeletons in that region to find

overlapping.

Given that you did not receive the entire DNA from your ancestors your results do
not reflect all of your ancestry. There is also an overlap of physical features skin tones.
eye colors. hair types. etc. around the world. Small percentages of ancestry from
faraway places can be regarded genetic possibility ([people not genealogically related

but genetically related chances of that happening are very less).

In short DNA testing is volatile and inaccurate measure of genealogy. It does not even
tell us about all of our ancestors and trying to establish history (that of genealogy) on

it is like building castle on sand.
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JOURNEY OF GENTIC STUDIES

The very first study that came into existence was done in 1987 on 147/ people

published in Nature. The reason it was done on so few people because of the

expensive cost of conduction (lower processing computers. etcl.

nature

International journal of science

Article | Published: 01 January 1987
Mitochondrial DNA and human evolution

Rebecca L. Cann, Mark Stoneking & Allan C. Wilson

MNature 325,31-36(1987) Download Citation &

Abstract

Mitochondrial DNAsfrom 147 people, drawn from five geographic
populations have been analysed by restriction mapping. All these
mitochondrial DMAs stem from one woman who is postulated to have
lived about 200,000 years ago, probably in Africa. All the populations
examined except the African population have multiple origins, implying

that each area was colonised repeatedly.

Later as technology progressed and DNA testing became easier we mapped out Y

DNA and mtDNA on a global scale.
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The data in this map is supposed to represent the situation before the recent European expansion
beginning about 1500 AD. In some cases such as some Mafive American tribes and the Maaori this
can be done reliably because STR typing was done. In other cases, especially in America, it is
guesswork. The "Other” sectors in Amernca indicate this. Mative American groups are labeled by
language group as Amerind, Ma-Dene (N-D), and Eskimo. F, K, L, and P are in some cases
“catchall” groups because some researchers did not use enocugh markers for a full haplotype
determination.
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Specific tribes or locations are shown at left. Unlabelled pies are for general populaticn in the area.
African, American, and especially Polynesian areas are very large. The data in this chart is supposed
fc represent the situation before the recent European expansion beginning about 1500 AD.
Assignments in Australia are somewhat iffy.



From these maps we can only conclude the distribution of haplogroups in the present
day populations. We can 't firmly conclude source or sink of these haplogroups but

only their supposed path of distribution (more like an indication of flow).

mtDNA is used for deep ancestory and reliable human migrations. Makes sense
because men used to go for invasions. wars. hunting or gathering not women. so for
passing of mtDNA in a large population across an area you need large amount of
females (as females mainly pass mtDNAI. Hundreds of thousands of years ago men
and women used to migrate together in tribes for better hunting grounds or survival
friendly environment. Y DNA too show migration patterns. Only when we take both
into consideration we get a glimpse of the entire story.
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moved around Borneo to
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Humans took the path along costlines crossing Red sea and went along the coast of
India it s very much possible that some of those learly Indians) settled along the
rivers rest spread to South East and East Asia. Later an event of Mt. Tabo volcano
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erupted caused nuclear winter and led to a huge population gap. Supposedly this

caused ice age.
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Afterwards people started to repopulate the Indian subcontinent from there they

spreaded to Europe. Russia and to Americas.

TJOURNEY OF MANKIND' INTERACTIVE TRAIL ADAPTED FROM 'OUT OF EDEN' / 'THE REAL EVE,
STEPHEN OPPENHEIMER © 2003

4 > e !a\“% L\r—\ ‘ |
“‘f-;;tﬁ,:é’.(»;\;? N

=~ 5
25N pes 2
5 o R - 74,000 - 65,000 f=n,
A = : ) O i 3 Journey of Mankind
L Following the devastation \ A=) iLecture Film
R T L6 of the Indian sub-continent, Y b € ?
5 ) repopulation took place. ' 2
\..1., 3 8- Groups crossed by boat

from Timor into Australia
and also from Borneo into
New Guinea. There was

intense cold in the Lower
Pleniglacial in the north.

R play Me»

[ | | ! |
| | | | |

Pre150k 140,000 130,000 120,000 110,000

40,000 30,000 20,000 10,000 0

18




After moving to Europe mini ice age occurred as well followed by 4 warm periods.

"JOURNEY OF MANKIND' INTERACTIVE TRAIL ADAPTED FROM 'OUT OF EDEN'/ 'THE REAL EVE',
STEPHEN OPPENHEIMER © 2003 =

o RS, ;sz——_-
< 05 1:?*,4 _52#
""S:"\?o’ i —

65,000 - 52,000 e\ E/ I i

Dramatic warming of the N “‘.‘ flactire Fitm
climate 52,000 years ago i @) ), Here ?
meant groups were finally —di z R 1o Watc

able to move north up the

Fertile Crescent returning

to the Levant. From there

they moved into Europe via

the Bosporus from 50,000

years ago.

Journey of Mankind

R play Me D>

|

Pre150k 140,000 130,000 120,000 110,000 100,000 90,000 80,000 70,000 60,000 50,000 40,000 30,000 20,000 10,000 0

'JOURNEY OF MANKIND' INTERACTIVE TRAIL ADAPTED FROM 'OUT OF EDEN'/ 'THE REAL EVE',
STEPHEN OPPENHEIMER © 2003

52,000 - 45,000

N ; . L\ Journey of Mankind
Mini lce Age. Aurignacian \ iLecture Film

Upper Palaeolithic culture Nt ick He ?
moved from Turkey into f
Bulgaria, Europe. The new
style of stone tools moved
up the Danube into Hungary , (I"'-\
then Austria. T :

l | | | | |
| | | | | ]

Pre150k  140.000 130,000 120,000 110,000 100,000

20,000 10,000 0

19




'JOURNEY OF MANKIND' INTERACTIVE TRAIL ADAPTED FROM 'OUT OF EDEN'/'THE REAL EVE/',
STEPHEN OPPENHEIMER © 2003

45,000 - 40,000

A ¥ & Journey of Mankind
Groups from the east Asian : Sz iLecture Film
coast moved west through WY = ick | ?
the central Asia steppes b oey ! ) Watc
towards Northeast Asia.
From Pakistan they moved .
into Central Asia, and from - o~

Indo-China through Tibet i fj[»

into the Qing-hai Plateau.

¥ play Me»

[ ! ! ! |
[ | I 1 |

Pre150k 140,000 130,000 120,000 110,000 100.000 90,000 80,000 70,000 60,000 50,000 40,000 30,000 20,000 10,000 0

'JOURNEY OF MANKIND' INTERACTIVE TRAIL ADAPTED FROM 'OUT OF EDEN'/ 'THE REAL EVE',
STEPHEN OPPENHEIMER © 2003 —

{ 7 I >
5%
7w
‘2—125” “4. 40,000 - 25,000 :
@ : > ¥ : : Journey of Mankind
% 4 ) R y' Central Asians moved west N \ iLecture Film
1 7 Y ; towards eastern Europe, { =~ Clic € ?
g\ /\ > . north into the arctic Circle B 0 Watc
AL b and joined East Asians to
ST f start the spread into north-
§ = east Eurasia. This period
saw the birth of spectacular
works of art, as in the
\ o Chauvet cave in France.
S 2

I play O-m @ »

L | | { 1 | | 1 | | |
| I | | | | | | | | |

Pre150k  140.000 130,000 120,000 110,000 100,000 90,000 80,000 70,000 60,000 50,000 40,000 30,000 20,000 10,000 0

20




'JOURNEY OF MANKIND' INTERACTIVE TRAIL ADAPTED FROM 'OUT OF EDEN'/ 'THE REAL EVE',
STEPHEN OPPENHEIMER © 2003

]

55th Parallel

Climate 22k - 19k '

The last late Glacial from
22,000 onwards left Europe
cold and dry throughout. .
Large ice sheets were Vi 8
W Rainforest & e present over much of
B Woodland X w3 northern Europe, and ice
@ Scrub caps covered the Alps and

d [@ Grassland the Pyrennes.
O Desert . Refuges °

[0 Tundra
[ Polar Desert ] >play y M @ »
O lce "

L | | | | 1 | 1 | | | | 'l EE l
™ | | | | ] | | | | | | T

Pre150k 140,000 130,000 120,000 110,000 100.000 90,000 80,000 70,000 60,000 50,000 40,000 30,000 20,000 10.000 0

Journey of Mankind

iLecture Film ?

'JOURNEY OF MANKIND' INTERACTIVE TRAIL ADAPTED FROM 'OUT OF EDEN'/ 'THE REAL EVE',
STEPHEN OPPENHEIMER © 2003

15,000 - 12,500
: Sl -t Journey of Mankind
Continued amelioration of the . \ iLecture Film

global climate. Coastal route N ick Here ?
recommenced. Monte Verde, R 0 Watc

Chile - human habitation;

radio-carbon dating from

11,790 to 13,565 years ago.

Simple stone tools such as

flakes and cobbles were

excavated.

> play - ¢

L 1 1
| | | | | | | A | | |

Pre150k  140.000 130,000 120,000 110,000 100,000 90,000 80,000 70,000 60,000 50,000 40,000 30,000 20,000 10,000

You can say “India is the center of human civilzation”
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WHAT THE HELL IS RTA HAPLOGROUP »

Rla haplogroup is the backbone of the Aryan Invasion Theory and genetical claim
over our Vedic culture. | like to call it the “Jew s and white man s last straw of hope

to colonize India”.
When did the haplogroup Rla originated ?

About 77 percent Indian population comprises of 4 largest haplogroups - R. H. L. J

Let s look at Haplogroups individually.
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Haplogroup AGE (yearsago) Place of Origin

R (mt DNA) 66,000 South Asia , South East Asia

One of it's descendant is
R1b which forms present
day Europe South Asia, Central Asia (or Serbia)

R (Y DNA) 27,000 Newer studies indicating it originated in India
(North). The freauency distribution of R
haplogroup is highest in India. Even if you
consider this origination to be shaped by
environment than Himalayas have same
climatic conditions and geography like that
of Europe and Central Asia

H (mt DNA) 20-25000 South-West Asia
H (Y DNA) 45,000 South Asia (India) or South East Asia
L (mt DNA) 150 - 230k Eastern Africa
L M-20 (Y DNA) Reliable study South Asia (India), West Asia or Pamir
needed Mountains
J (mt DNA) 45000 Levantine
J -M304 (Y DNA) 48000 West Asia

Front. Genet., 23 January 2018 | https://doi.org/10.3389/fgene.2018.00004

The Geographic Origins of Ethnic Groups In
the Indian Subcontinent: Exploring Ancient
Footprints with Y-DNA Haplogroups

David G. Mahal’*" and 3 lanis G. Matsoukas!

1School of Sport and Biomedical Sciences, University of Belton, Bolton, United Kingdom

2Extension Division, University of California, Los Angeles, Los Angeles, CA, United States 23
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Major South Asian Y H 12 L Rla RD
chromosomal lineage
Basu et. al. (2003) - - - Central Asia -—
Kivisild et. al. (2003) India West Asia India South or West Asial South Asia
Cordaux et. al. (2004) India West-Central Asia Middle East Central Asia South Asia
o ' Middle East or ' ' .
Sengupta et. al. (2006) India Central Asia South India North India North India
Thanseem et. al. (2006) India The Levant Middle East Sﬂ-’;if; or Central 5:'-}“‘ or Central
sia
Sahooet. al. (2006) South Asia Near East South Asia South or West Asia South Asia
' - - - North west India or
Mirabal et. al. (2009) Contral Asia -
Zhao et. al. (2009) India Middle East Middle East Central or WestAsia| ~ Central Asia or
] West Eurasia
Sharma et. al. (2009) - - - South Asia -
- Near East Near East South Asia South Asia

Thangaraj et. al.(2010)

Basu et al. https://genome.cshlp.orglcontent/13[1O[22/7 full.html#related -urls

Kivisild et. al. https:/lwww.nature.coml/articles/jhg2ZO0O82

Cordaux et. al.

https:[lwww.sciencedirect.comlsciencelarticle/piilSO?260982204000405

Sengupta et. al. https:[lwww.cell.comlajhglpdfiSOOO2-929/10/162353-2 pdf

Thanseem et. al. https:/lbmcgenetbiomedcentral.comltrackl/pdfl1O.1186/14/1-2156-/-

42

Sahoo et. al. https:[lwww.pnas.orgl/content/pnas/103/4/843 full.pdf

Mirabal et. al. https://www.researchgate.netlpublication/241/5266 _Y-

Chromosome distribution within the geo-

linguistic_landscape _of northwestern_Russia

Zhao et. al. https:/lwww.ncbi.nlm.nih.govlpmclarticles/PMC2/55252]

Sharma et. al. http:/lweb.vu.lt/rstc/a.pazeraitelfiles/2014/10/ The -Indian-origin-of-

paternal-haplogroup-R1al-20082al.pdf

Thangaraj et. al. https:/lwww.ncbi.nlm.nih.gov/pmclarticlesIPMC300O491/]
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https://bmcgenet.biomedcentral.com/track/pdf/10.1186/1471-2156-7-42
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India is not composed of a homogenous race but different ethnic groups. So the

percentage of R haplogroup is more in North Indians and less in South Indians.
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Red - Rlb

Purple - Rla [not specified if it is for mtDNA or Y DNA (both are of Indian origin).
It s likely they use a subclade of Rla which orginationated about 5800 years ago)

Black - Other haplogroup

Different studies show different results and places of origin. The percentage of R
haplogroup is more in Indians (North) than Europeans :

https:/len.wikipedia.orglwikilList of Rla_frequency by population

Research on Rlal and Rlal* haplogroup being from India Kivisild et. al. 2009.
https:/lwww.nature.coml/articles/jhg2OO82
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Figure 1 The spatial distribution maps of Y-haplogroup R1al generated by the Kriging procedure using SURFER version 8.0. (a) Spatial frequency
distribution of Y-haplogroup R1al* across Eurasia, Central Asia and the Indian subcontinent. (b) Spatial distribution of Y-haplogroup R1al*-associated
diversity based on microsatellite markers. !
The concentration of both Rlal and Rlal” haplogroup along with frequency
distribution by population of R1a haplogroup suggest that gene flow didn t came

from central asia to India but from India to central asia.

Also R2 haplogroup too originated in India.
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1.25

Europe has high concentration of R1b. But didn t R1b came from R1 branch which is

from India.
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R1b originated about 4500 years ago lalthough | 'm a bit skeptical on this one) and

R1b chromosome carriers were the first movers to Europe.[
https://www.nature.com/articles/s41598-017-07710-x.pdf ]

The question is why Europeans have different skin tone. eye color. hair color than

Indians. There can be many explanations.

Founder effect - loss of genetic variation that occurs when a new population is
established by a very small number of individuals from a larger population.

General population
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In this study http://www.arslanmb.org/ArmenianDNAProiect/thIogeneticResoIution—HG—Rla1.pdfthey used

Malaysian Indians(South Indians) not North Indians.

mtDNA and Y DNA originated in India and both migrated to Europe. This shows how

much a serious blunder Aryan Invasion theory is.
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ARYAN INVASION ON COMMON SENSE

According to Aryan Invasion Theory at around 1500 B.C. Aryans invaded India on
‘chriots . They knew haplogroups so they divided Indians on the basis of caste system.
And in only few thousand years (about 3500 vyears) all white Aryans became brown
from mixing with Dravidian (from Africal.

If two races intermix won 't there be genetic defects and no people don t become
brown from just mixing. That is not to say there was not any intermixing between

selected groups. There wasn a caste system but that | will cover in a separate book.

Now to overwhelm the native Indian population genetically. the number of
immigrants needed to be more than 4 times that of native population of Indus valley

civilization.

(((David Reichl)) [a jew! wrote a book called 'Who we are and How we got here .
From pages 148-153 he writes. Europeans are more closely related to Indians than to

Chinese and Chinese are more closely related to Indians than Europeans.

|t is clear Indians are the source or link between both groups but Reich purposedly
choses Europeans as the center and regards Indians as a mix of all the different
groups. But India is composed of distinct ethnic groups. He also promotes 3500 year

old Aryan Invasion theory.

But to determine whether an ethnic group is native to a land or not. you need to

measure it s popu|ations‘ genetic stability e.g. https:/lwww.longdom.orglopen-

access/the-major-ychromosome-haplotype-xi--haplogroup-rla-in-eurasia-2161-1041-

1000150.pdf
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Lucotie, Hereditary Genel 2015, 4:2
DDI; 1041724 2161=1041. 1000150

Hereditary Genetics

The Major Y-Chromosome Haplotype XI - Haplogroup R1a in Eurasia
Lucotte G*

Instifute of Molecular Anthropology, Paris, France

Abstract

Maore than 6600 unrelated males from Eurasia were analysed by molecular hybridization experiments for the p49a,
f Tag | polymorphisms. A total of 846 subjects (12.7%), belonging to haplotype XI/R1a haplogroup, were identified and
further analysed for the two SNPs Z280 and Z93; these two SNPs define the European and Indian sub-haplogroups,
respectively. Amaong Europe, approximate dating based on the study of a set of 12 STRs and subsequent TMRCA
calculations are given for the Eastern, Central, Northern, Western and South-Eastem regions.

SNPs  Geographic regions |N H 'TMRCA

7280  Northern Europe 41 0.961 6,940 1,830
'Western Europe 61 0.995 19,220 + 2,800
‘Central Europe 49 0.992 111,500 + 3,000
|South-Eastem Europe |52 0.985 111,170 + 4,050
Eastern Europe 53 0.992 12,516 + 3,800

793 Pakistan-India 192 0.982 15,450 + 2,900

Table §: Approximate TMRCAs (in Kyears) of the two haplotypes 2280 (and into
Z280) and 293 of the five European regions.

He found for this sample the most recent common ancestor has to be around 25100
years (not 3500 years as claimed by Reich and gang! from present.

There is an abrupt geographic limit, located in West-Europe along
the 15° meridian of longitude approximately [9], between the haplotypes
XV and XI distributions (Figure 1). According to recent estimations
based on whole Y-chromosome sequences and using a rate of one SNP
per 122 years [22], it was estimated that the bifurcation of R1 into R1b
and Rla had occurred = 25,100 years ago. The global impression we
have, based on dates we obtained, is that the waves of expansion during
history of lineages bearing the haplotype XI toward West superpose
areas of Western Europe previously occupied by populations bearing
haplotype XV.

References
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CONFUSION EVERYWHERE

Story doesn t end here there are many other theories like Interregional evolution

which differentiates humans as different parallel species.

Cromorgans lin Europel. Neanderthals (Europe and West Asial. Homo sapiens in
Africa. Desinova (in Asial. Some fools still regard Indians as mixture of Desinova and
neanderthals. But there are many more interregional human species [Ancient Indians)
etc.

Later theories become logically possible but quite strange. For example it surfaces
from close study of anthropology and mythology that humans are possibly
descendants of aliens. There are many alien species both on earth and inside it
(hollow earth theory which is valid). Humans are created by alien gods. Of course

whites claim they are the most pure of all [coughs).

Aliens like Nordics. Reptilians. Greys. Gaints. Hyperboreans. Green skins. Tall whites.
Blue skins. etc.

There are also different skulls and sketeletons of ancient humans from different parts
with different skull sizes etc.

However above observations on haplogroups and human migrations are indeed true
regardless but there is still much we don 't know and left to discover.

Aryan Invasion Theory is a fagade with main aim to get hijack our Vedic culture but
whites are failing right into the trap of Jews and we must wait and prepare for war

that is to come.
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