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INTRODUCTION 

Aryan Invasion-Migration Theory states that 1500-1200 BCE white Europeans 

(Aryans) came into North India from steppes (grasslands) of central Asia and defeated 

and forced ethnic Dravidians to the south India and imposed their culture on them. 

Later Aryans got mixed with Dravidians to form prsent day Indians.  

This theory was invented by Britishers and their agents in order to psychologically 

subvert Indians. Early Indologists wanted to convert Indians but later releasing that was 

impossible resorted to claim that their culture came from a foreign land. Despite having 

anamolies and evidence that points in opposite direction that Vedic culture influenced 

various civilizations, the white supremacists (zionist agents or misgided people) still 

propagate this theory. 

Not only that in their arrogance they try to claim as orginators of all civilizations : Indus -

Sarawati (Vedic) civilization, Sumerian civilization, Egyptian civilization, Chinese 

civilization, etc.  

The so-called Aryanists are not the followers of any culture or religion of the 

civilizations they claim to be the part of and don ’ t have the basic understanding of the 

civilizations they are talking about.  

Hence their main attempt is to mix all other culture to Christianity (Jewsish religion). 

Aryan Invasion-Migration Theory is nothing but a white man ’ s quest for identity and 

certainly a misguided one. 

What people don ’ t understand civilization is not a part European culture they are 

tribals or nomads who practice Paganism (offshoot European version of Hinduism). 

They consider genetics to be the backbone of this theory. So I will try to analyze the 

genetic claims.  
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BASICS OF GENETIC GENEALOGY 

It is necessary for everyone to first learn get a basic knowledge of genetics in order to 

properly understand the arguments being discussed in this book.  

Genetic Genealogy : Use of DNA testing and traditional genealogical methods 

(historical records etc.) to find relationships between individuals and their ancestory.  

Genetics is the study of heredity – the expression of traits and how they are passed 

from generations to generations. 

The factors that influence the expression of traits are Genes.  

Each human has 20000-25000 genes and this collection is called Genome. 

This determines a person ’ s espression of traits on a cellular level. 

Genetic information is stored in a cell ’ s nucleus.  

The structures (inside nucleus) called chromosomes carry this information in the form 

of DNA (Deoxyribo Nucleic Acid). 

DNA is a double helix of nucleotides (chemical compounds composed of sugar and 

phosphate molecules) along with 4 bases – A (Adenine) T (Thyamine) G (Guanine) 

and C (Cytosine), 

These segments of DNA are called Genes within which chemical compounds have all 

the coding required for a person ’ s inherited traits.  
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Combination of any two bases out of 4 (ACTG) is called a base pair.  

Single letter difference in base pairs in a DNA sequence leads to genetic variations is 

called SNP (Single Nucleotide Polymorphism),  
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Each human has about 3 billion base pairs and 46 chromosomes (23 pairs). mtDNA is 

found in mitochondria. 
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22 pairs are similar and are called autosomes while 23
rd

 pair is different (sex 

chromosomes). Females have 2 X chromosomes and males (1 Y  and1 X chromosome) 

 

 

There are 2 main tests : 

 Y dna test which is passed down in males through Y chromosome (father to son)  

X dna test & mtDNA test which passed down by females through mtDNA  (mother to 

daughter). Also there is atDNA test which tries to find similarity of autosomes in both 

males and females. 
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The present day populations are combination of hundred of distinct groups of 

humans. 

But later different mutations of DNA started to evolve due to a variet y of factors like 

mating patterns (polygamy, monogamy, etc), geen -environment interaction, 

recombination process, racial endogamy, etc.  

These mutations account for genetic (SNP) differences in humans of about  0.5 – 0.1 

percent. All human are 99.5 – 99.9 percent genetically similar. However these minor 

differences do lead heavy aftereffects that are need to be studied.  

Based on the above tests a haplogroup ( a very specific new genetic mutation over 

time) is assigned to an individual.  

If a haplogroup is born today it might only be detected hundreds or thousands of 

years from now when a significant portion of population is examined.  
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Through generations the DNA goes through a recombination process due to which 

chromosomes (from both mother and father) reshuffle (not chaotic) leading to new 

combination of acquired chromosomes.  

Recombination process: Recombination of two chromosome sets acquired from 

parents (the amount of chromosomes from both mother and father remain equal).  

e.g. If your Grandfather ’ s second cousin DNA (parts of it) match with most of your 

Grandfather ’ s DNA, it will match less with your father and even lesser with your  DNA 

sequence and so on (given that your family is not inbreeding).  

However similar parts of DNA may surface but it entirely dependent on probability. 

The genes that are hidden or having low probability to resurface are called recessive 

genes. 
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You can be genealogically related to people but may not genetically -related. Our 

DNA is acquired from a very small subset of our ancestors. We can have many 

ancestors but we don ’ t acquire their entire DNA but only a small fract ion of it. 

You didn’ t  get all the DNA of your ancestors.  

Theoretically,  

Each person has two parents and those parents individually have two parents and so 

on. For generation n, you ’ l l have 2^
n 

ancestors (ancestor formula).  

Limit 1 : We have 3 billion base pairs (800 years ago, 1200 years) 

We cannot be related more than 3 billion people (in old times the population was 

even less). If we apply ancestor we will have about 4.2 billion ancestors (not possible).  

Even if they were 3 billion we did not acquire ent ire DNA from each one of them.  

And given that 99.5 percent humans are indistinguishable genetically. We take out 

that part from 3 billion. 

Limit 2 : We have 10 million SNP ’ s. (600 years ago, 1400 A.D.)  

10 million is 0.3 percent of DNA it falls within the limit that 0.5 percent is different 

and 99.5 is not.. But are we related to all of them (genetically).  

Limit 3 : 25000 genes (400 years ago, 1600 A.D.)  

A gene cannot be divided randomly but in codes. But  

Limit 4 : Recombination Hotspots 

When atDNA recombines and changes positions (hotspots). At these spots the 

probability of swapping (change of position) to occur is highest. And that limit is 

around 120. 

Hence, in any given generation you ’ l l have 120 ancestors (approximately) with whom 

you share DNA. 
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We may have more or less ancestors than that but it is definite that there must be a 

higher limit on the ancestors through which we acquire our DNA. 

 

Mathematically we share on average 50 percent of our DNA with our parent and 25 

percent with Grandparents and by 9
th

 generation your DNA share becomes 0.2 

percent. 

With each past generation our share of DNA is halved and the number of ancestors 

whom we don ’ t share DNA starts increasing. 

This also actually confuses people because humans do share 99.5 percent of similar 

DNA this may produce false matches (people with whom we are genetically related 

but not genealogically related). This range is about 7 - 10 Centimorgan (length of 

genetic distance) and below this range false matches start to occur.  

Centimorgan (cM) is the probability of recombination happening between two points 

on your DNA.  

[Each company uses different cM for their calculations. Men have much lower genome 

than women. ]  
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Hence the longest (if not accurate) estimate for genetic genealogy to make is about 

600 years. 

To get your ethnicity results you are being compared to a reference database. To get 

a reference database people actually need to know where their grandparents are 

from.  

DNA of a population in an area is measured and based on that DNA is assigned to a 

region. However, the problem is DNA results can vary if there are migrations in the 

past and DNA results (presently) can only account for a small time frame (say 600 

years).  

The greater the intermixing more will be the variation in DNA results. Europe is for 

example is highly intermixed (different DNA). 

We actually have lack of data and no international database. Some of the data is taken 

from DNA studies. 

DNA is broken into tiny segments using chips (based on algorithms). Each segment is 

compared to reference database. Then statistical smoothing or correction is done. 

Each segment is based on percentage of matching. After all this you get difference 

percentages of ancestry based on matching of your DNA to a reference database on 

regional basis. 

Larger percentages are used as cues.  

Some genetic markers (alleles) have different frequency of occurrence in different 

populations. DNA test measures your markers to these populations. (Courtesy: 

Ancestory.com) 
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For example, algorithm used by Ancestary.com  

 

Each company has different measuring standards and databases this causes a variation 

in percentages of your ethnicity from different tests. So if most data is from Europe 

and lesser from your area you are likely to get more percentage of European 

ethnicity. This is possible mathematically. [However your DNA is more likely to match 

with your regional population than other [ far away ] regional population. There is 

possibility of migration (but if it spans for 1000s of years, DNA results can ’ t account 

for it). 

We find the place of origin (geography) of a haplogroup based on its concentration 

(at present) but we cannot determine the ethnicity. Hence DNA studies of present 

population are done and compared with DNA of skeletons in that region to find 

overlapping. 

 Given that you did not receive the entire DNA from your ancestors your results do 

not reflect all of your ancestry. There is also an overlap of physical features skin tones, 

eye colors, hair types, etc. around the world. Small percentages of ancestry from 

faraway places can be regarded genetic possibility (people not genealogically related 

but genetically related chances of that happening are very less).  

 

In short DNA testing is volatile and inaccurate measure of genealogy. It does not even 

tell us about all of our ancestors and trying to establish history (that of genealogy) on 

it is like building castle on sand. 
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JOURNEY OF GENTIC STUDIES  

The very first study that came into existence was done in 1987 on 147 people 

published in Nature. The reason it was done on so few people because of the 

expensive cost of conduction (lower processing computers, etc).  

 

 

 

 

Later as technology progressed and DNA testing became easier we mapped out Y 

DNA and mtDNA on a global scale. 
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From these maps we can only conclude the distribution of haplogroups in the present 

day populations. We can ’ t firmly conclude source or sink of these haplogroups but 

only their supposed path of distribution (more like an indication of flow).  

mtDNA is used for deep ancestory and reliable human migrations. Makes sense 

because men used to go for invasions, wars, hunting or gathering not women, so for 

passing of mtDNA in a large population across an area you need large amount of 

females (as females mainly pass mtDNA). Hundreds of thousands of years ago men 

and women used to migrate together in tribes for better hunting grounds or survival 

friendly environment. Y DNA too show migration patterns. Only when we take both 

into consideration we get a glimpse of the entire story.  

 

Humans took the path along costlines crossing Red sea and went along the coast o f 

India it ’ s  very much possible that some of those (early Indians) settled along the 

rivers rest spread to South East and East Asia. Later an event of Mt. Tabo volcano 
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erupted caused nuclear winter and led to a huge population gap. Supposedly this 

caused ice age. 

 

Afterwards people started to repopulate the Indian subcontinent from there they 

spreaded to Europe, Russia and to Americas.  
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After moving to Europe mini ice age occurred as well followed by 4 warm periods.  
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You can say “India is the center of human civilzation” 
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WHAT THE HELL IS R1A HAPLOGROUP ? 

R1a haplogroup is the backbone of the Aryan Invasion Theory and genetical claim 

over our Vedic culture. I like to call it the “Jew ’ s and white man ’ s last straw of hope 

to colonize India”. 

When did the haplogroup R1a originated ?  

About 77 percent Indian population comprises of 4 largest haplogroups –  R, H, L, J 

Let ’ s look at Haplogroups individually.  
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India is not composed of a homogenous race but different ethnic groups. So the 

percentage of R haplogroup is more in North Indians and less in South Indians.  

 

Red – R1b  

Purple – R1a (not specified if it is for mtDNA or Y DNA (both are of Indian origin). 

It ’ s likely they use a subclade of R1a which orginationated about 5800 years ago)  

Black – Other haplogroup 

 

Different studies show different results and places of origin. The percentage of R 

haplogroup is more in Indians (North) than Europeans :  

https://en.wikipedia.org/wiki/List _of _ R1a _frequency _by _population  

 

Research on R1a1 and R1a1* haplogroup being from India Kivisild et. al. 2009. 

https://www.nature.com/articles/jhg20082 

https://en.wikipedia.org/wiki/List_of_R1a_frequency_by_population
https://www.nature.com/articles/jhg20082
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The concentration of both R1a1 and R1a1 * haplogroup along with frequency 

distribution by population of R1a haplogroup suggest that gene flow didn ’ t came 

from central asia to India but from India to central asia.  

Also R2 haplogroup too originated in India.  
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Europe has high concentration of R1b. But didn ’ t R1b came from R1 branch which is 

from India.  
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R1b originated about 4500 years ago (although I ’m  a bit skeptical on this one) and 

R1b chromosome carriers were the first movers to Europe. [  

https://www.nature.com/articles/s41598-017-07710-x.pdf ] 

 

The question is why Europeans have different skin tone, eye color, hair color than 

Indians. There can be many explanations. 

 Founder effect - loss of genetic variation that occurs when a new population is 

established by a very small number of individuals from a larger population . 

 

 

 

 

https://www.nature.com/articles/s41598-017-07710-x.pdf
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M17 Y chromosome expansion. 

 

In this study http://www.arslanmb.org/ArmenianDNAProject/PhylogeneticResolution-HG-R1a1.pdf they used 

Malaysian Indians(South Indians) not North Indians.  

 

mtDNA and Y DNA originated in India and both migrated to Europe. This shows how 

much a serious blunder Aryan Invasion theory is.  

 

 

 

 

 

 

http://www.arslanmb.org/ArmenianDNAProject/PhylogeneticResolution-HG-R1a1.pdf
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ARYAN INVASION ON COMMON SENSE 

According to Aryan Invasion Theory  at around 1500 B.C.  Aryans invaded India on 

“chriots ” . They knew haplogroups so they divided Indians on the basis of caste system. 

And in only few thousand years (about 3500 years) all white Aryans became brown 

from mixing with Dravidian (from Africa).  

If two races intermix won ’ t there be genetic defects and no people don ’ t become 

brown from just mixing. That is not to say there was not any intermixing between 

selected groups, There wasn a caste system but that I will cover in a separate book.  

Now to overwhelm the native Indian population genetically , the number of 

immigrants needed to be more than 4 times that of native population of Indus valley 

civilization. 

 

(((David Reich))) [ a jew] wrote a book called “Who we are and How we got here ” . 

From pages 148-153 he writes, Europeans are more closely related to Indians than to 

Chinese and Chinese are more closely related to Indians than Europeans.  

It is clear Indians are the source or link between both groups but Reich purposedly 

choses Europeans as the center and regards Indians as a mix of all the diffe rent 

groups. But India is composed of distinct ethnic groups. He also promotes 3500 year 

old Aryan Invasion theory.  

But to determine whether an ethnic group is native to a land or not , you need to 

measure it ’ s populations ’  genetic stability e.g. https://www.longdom.org/open-

access/the-major-ychromosome-haplotype-xi- -haplogroup-r1a-in-eurasia-2161-1041-

1000150.pdf 

https://www.longdom.org/open-access/the-major-ychromosome-haplotype-xi--haplogroup-r1a-in-eurasia-2161-1041-1000150.pdf
https://www.longdom.org/open-access/the-major-ychromosome-haplotype-xi--haplogroup-r1a-in-eurasia-2161-1041-1000150.pdf
https://www.longdom.org/open-access/the-major-ychromosome-haplotype-xi--haplogroup-r1a-in-eurasia-2161-1041-1000150.pdf
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He found for this sample the most recent common ancestor has to be around 25100 

years (not 3500 years as claimed by Reich and gang) from present. 

 s 
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CONFUSION EVERYWHERE 

Story doesn ’ t end here there are many other theories like Interregional evolution 

which differentiates humans as different parallel species,  

Cromorgans (in Europe), Neanderthals (Europe and West Asia), Homo sapiens in 

Africa, Desinova (in  Asia). Some fools still regard Indians as mixture of Desinova and 

neanderthals. But there are many more interregional human species (Ancient Indians) 

etc. 

Later theories become logically possible but quite strange. For example it surfaces 

from close study of anthropology and mythology that humans are possibly 

descendants of aliens. There are many alien species both on earth and inside it 

(hollow earth theory which is valid). Humans are created by alien gods. Of course 

whites claim they are the most pure of all (coughs).  

Aliens like Nordics, Reptilians, Greys, Gaints, Hyperboreans, Green skins, Tall whites, 

Blue skins, etc.  

There are also different skulls and sketeletons of ancient humans from different parts 

with different skull sizes etc.  

However above observations on haplogroups and human migrations are indeed true 

regardless but there is still much we don ’ t know and left to discover. 

Aryan Invasion Theory is a façade with main aim to get hijack our Vedic culture but 

whites are failing right into the trap of Jews and we must wait and prepare for war 

that is to come.  
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